Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.030 Å; R factor = 0.074; wR factor = 0.188; data-to-parameter ratio = 13.0.
The title compound, [Cu 2 (C 10 H 7 Br 2 NO 4 ) 2 (C 10 H 8 N 2 )]ÁH 2 O, is a binuclear copper(II) complex. Both Cu atoms are fourcoordinate in a square-planar geometry. In addition, there is one water molecule in the asymmetric unit. The crystal structure is stabilized by O-HÁ Á ÁO and O-HÁ Á ÁBr hydrogen bonds. Table 1 Hydrogen-bond geometry (Å , ) . considerable work has been done on the complexes of amino acid Schiff-bases (Zhang et al., 2003; Liang et al., 2006; Gao et al., 2005) , there is not much reported on amino acid Schiff-base complexes containing 4,4'-bipyridine as an additional ligand.
Related literature
The coordination environment of Cu1 and Cu2 is almost equal, so we choose Cu1 for discussion. The distance of Cu1-N1 is 1.932 (16)Å, and the distance Cu1-N3 is 2.038 (14)Å. The bond angle of four atoms coordinated with Cu1 ion are as follows: O4-Cu1-N1 = 93.2 (6)°, N1-Cu1-O1 = 83.7 (6)°, O1-Cu1-N3 = 92.7 (6)°, N3-Cu1-O4 = 90.5 (6)°. The mean deviation from plane of the four atoms coordinated to Cu1 is 0.0507 Å, showing that these four atoms lie in a common plane. The packing didagram (Fig.2) shows that the water molecules is connected to the complex through H-O···Br hydrogen bonds. In addition, there are O-H···O hydrogen bonds stabilizing the crystal structure.
Experimental
An ethanol solution (5 ml) containing 3,5-dibromo-2-hydroxy-benzaldehyde (0.140 g, 0.5 mmol) was added to an aqueous solution (5 ml) containing 2-amino-3-hydroxy-propionic acid (0.056 g, 0.5 mmol) and sodium hydroxide (0.040 g, 1 mmol).
After stirring for 1 h, an aqueous solution of copper nitrate (0.120 g, 0.5 mmol) was added to the resulting solution and stirred for 2 h. At last, the ethanol solution (5 ml) containing 4, 4'-bipyridine (0.05 g, 0.025 mmol) was added. The green solution was filtrated. After five days, green block shaped crystals were obtained by slow evaporation of the filtrate (yield: 36.5%, based on Cu).
Refinement
Water H atoms were located in a difference Fourier map and were allowed to ride on the O atom, with U iso (H) = 1.5U eq (O).
All other H atomswere positioned geometrically and refined as riding, with C-H = 0.93 Å and with U iso (H) = 1.2 U eq (C). Figures   Fig. 1 . A view of (I), showing 30% probability displacement ellipsoids. Hydrogen site location: inferred from neighbouring sites Least-squares matrix: full H-atom parameters constrained
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